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Abstract:  For tissue regeneration, preconditioning of mesenchymal stem cell (MSC) prior to cell transplantation has been noted to 

activate target gene set and specific molecular functions. An efficient MSC source for tissue regeneration is amniotic fluid-derived MSC 

(AF-MSC) owing to their potential in tissue repair and paracrine secretion. However, a standard chondrogenic differentiation medium of 

MSC, which promotes differentiation through a signal of transforming growth factor (TGF)-β1, makes for an unstable and limited 

outcome on amniotic fluid-derived MSC (AF-MSC) differentiation into chondrogenic lineage. To increase the differentiation outcome of 

AF-MSC, we investigated chondrogenic differentiation effects of eight growth factors (GFs)/cytokines on AF-MSC through expression 

of chondrogenesis-related genes, including Col-I, Col-II, ACAN, RunX2 and SOX9. Our work demonstrates that anabolic Col-II gene can 

be increased by stimulation of TGF-α, insulin like growth factor-1 (IGF-1) and stromal derived factor 1 α  (SDF-1α) with a concentration-

dependency. We found that TGF-α elevated anabolic gene function and declined expression of Col-I, typically present in fibrocartilage, 

during chondrogenic differentiation of AF-MSC. Moreover, TGF-α was not toxic to micro-environment for AF-MSC differentiation. 

Substitution of TGF-β1 by TGF-α in the condition medium can enhance over two times expression of Col-II and SOX9 genes in AF-

MSC. The current study also demonstrated that single GF/cytokine has a greater effect to elevate chondrogenic differentiation of AF-

MSC than the GF/cytokine combinations. We conclude that TGF-α preconditioning improved chondrogenesis in AF-MSC for cartilage 

regeneration. 
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1. INTRODUCTION 

Regenerative medicine has been a promising strategy for degenerative diseases. A treatment for cartilage degeneration is transplantation 

of active cells to motivate cartilage regeneration. Autologous chondrocyte transplantation is the first treatment of Osteoarthritis, a joint 

disease causing by cartilage degeneration, using cell-base therapy [1]. This technique achieves for pain reduction and also durable 

cartilage-like tissue production. However, in vitro expansion of autologous chondrocytes has been limited by a long period of manipulation 

time, cell differentiation during in vitro manipulation and loss of extracellular matrix [1-2]. Allogenic mesenchymal stem cells (MSC) from 

various tissue sources (for examples; amniotic membrane, amniotic fluid, placenta, umbilical cord and dental pulp) are of interest for cell-

base therapy in cartilage regeneration [3-7]. However, appropriate sources of MSC and approaches to manipulate the MSC before cell 

transplantation are still a challenge. 

Amniotic fluid-derived stem cell (AF-MSC) is a pluripotent mesenchymal stem cell derived from fetal tissues during gestation period. 

AF-MSC has early stemness and is enriched with active gene sets, which results in a differentiation potential for a wide spectrum of 

tissues.  According to its high proliferation potential, multi-lineage differentiation, genetic stability, immunosuppressive, non-tumorigenic 
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formation in an in vivo state and no ethical concerns, AF-MSC is a promising source for therapeutic uses [8-9] and cartilage regeneration 

[1,7,10-12]. There is evidence of the chondrogenic potential of AF-MSC contributing collagen type II (Col-II), SOX9 and a cartilage 

protein (sulfated glycosaminoglycan; sGAG) in an in vitro chondrogenic differentiation. Owing to a number of active genes that enrich in 

AF-MSC, cell transplantation in therapeutic uses is appropriate for consideration in a precondition of AF-MSC with specific molecular 

signals stimulation. For therapeutic treatment of cartilage defect, AF-MSC should be preconditioned to activate cartilage-specific 

molecules and functions. A traditional chondrogenic differentiation protocol and medium were first performed for bone marrow MSC 

differentiation into chondrogenic lineage [13] and subsequently applied for all MSC sources. The medium stimulates biomolecular 

activities through transforming growth factor beta signal (TGF-β1 and TGF-β3) leading to chondrogenesis, glycosaminoglycan synthesis in 

ECM and the transcription of SOX9 in various sources of MSC. 

However, traditional differentiation medium in standard protocol of MSC still has limitation for conversion of AF-MSC into 

chondrogenic lineages because of the instability of chondrogenic phenotypes. Recently, evidence of chondrogenic differentiation in adipose 

MSC has been accomplished with an independent TGF-β signal. A report by Zhou et al., 2016 [14] found that adipose-derived MSC 

enhanced for Col-II, Aggrecan and SOX9 expression in chondrogenic differentiation medium supplemented with IGF-1. Moreover, other 

growth factors that affect MSC proliferation and chondrogenic differentiation have been reported. Solchaga et al., 2005 [15] and Park et 

al., 2008 [16] described enhancing chondrogenic gene expression and production of GAG and Collagen type II through a stimulation of 

bFGF signal. 

From above information, TGF-β1 might not be an optimal GF to promote chondrogenic differentiation in AF-MSC.  To achieve 

GFs/cytokines effecting chondrogenic differentiation in AF-MSC for precondition culture, we determined chondrogenic stimulating effect 

of eight different GFs/cytokines in various concentrations and three GFs/cytokines combinations to AF-MSC via anabolic gene expression 

and toxic effect of growth factor on AF-MSC. 

 

2. MATERIALS AND METHODS 

2.1 AF-MSC samples 

Three cell lines of amniotic fluid-derived stem cells (AF-MSC), with ethics committee approval, were obtained from Stem Cell 

Research and Development Unit, Department of Obstetrics & Gynecology, Faculty of Medicine Siriraj Hospital, Mahidol University. The 

cell lines were scaled up under AF-MSC medium, containing minimum essential medium alpha medium (α-MEM; Gibco Invitrogen, CA), 

15% fetal bovine serum in embryonic stem cell grade (ES-FBS; Millipore, Billerica, MA), 20% Chang medium (Irvine Scientific, CA), 2 

mM L-glutamine (Gibco), 100 U/ml penicillin and 100 µg/ml streptomycin (Sigma-Aldrich, MO) at 37˚C in 5% CO2. Medium was 

changed every three days. Subculture was performed at 70% confluence of culture with a dilution of 1:3. AF-MSC was repeated subculture 

to passage 10 (P10) for experiments. 

 

2.2 Characterizations for AF-MSC  

AF-MSC was investigated for proliferation capacity, phenotypic analysis and differentiation potentials to confirm MSC characteristics 

before experiment began. Proliferation capacity was observed through population doubling time. Phenotypic analysis of AF-MSC was 

classified through cell surface markers; CD29, CD34, CD45, CD73 and CD105 using flow cytometer. For cell differentiation potentials, 

AF-MSC was examined for properties of in vitro differentiation into adipogenic and osteogenic lineages. AF-MSC, which reached 70-80% 

confluence under AF-MSC medium, was shifted to an appropriate differentiation medium. The appropriate differentiation medium for 

adipogenic contained α-MEM supplemented with 10% ES-FBS (Millipore), 1 µM dexamethasone (Sigma), 5 µg/ml insulin (Sigma), 0.5 

mM 3-isobutyl-1-methylxanthine (Sigma) and 60 µM indomethacine (Sigma). Adipogenesis was assessed with Oil Red O staining on 

intracellular lipid droplets. The appropriate differentiation medium for osteogenic contained α-MEM supplemented with 10% ES-FBS, 0.1 

µM dexamethasone (Sigma), 10 mM glycerol-2-phosphate (Sigma) and 50 µM ascorbic acid (Sigma). Staining for alkaline phosphatase 

activity was performed to prove osteogenesis.  

 

2.3 Assessment of in vitro chondrogenic differentiation of AF-MSC in GFs / cytokines 

AF-MSC (n=3) at 70% confluence was shifted from AF-MSC medium to standard chondrogenic differentiation medium. The 

differentiation medium contained DMEM (high glucose) supplemented with 40 µg/ml L-proline (Sigma-Aldrich), 1% insulin-transferrin-

selenium (ITS; Gibco), 100 µg/ml sodium pyruvate (Gibco), 0.1 µM dexamethasone, 50 µg/ml L-ascorbic acid, 100 U/ml penicillin, 100 

µg/ml streptomycin (Sigma-Aldrich) and a growth factor. The growth factor, which has normally been used for supplementation in 

chondrogenic differentiation medium, is a 10 ng/mL TGF-1. To assess action of various growth factors/cytokines to AF-MSC 

differentiation into chondrogenic lineage, growth factors (GFs)/cytokines involved in chondrogenic differentiation-were applied as 

substitution of TGF-1. Eight GFs/cytokines were used to induce chondrogenic differentiation of AF-MSC, including TGF-3 (R&D 

systems, Minneapolis, MN), basic fibroblast growth factor (bFGF), transforming growth factor type alpha (TGF-α), platelet derived growth 

factor type AA and AB (PDGF-AB, PDGF-BB), insulin like growth factor type1 (IGF-1), stromal cell-derived factor 1α (SDF-1α) and 

Regulated on Activation, Normal T Cell Expressed and Secreted (RANTES) (Millipore). To study the dose-dependent effect, each 

GF/cytokine was varied with concentrations into 0.1, 1, 5 and 10 ng/mL and supplemented in differentiation medium. The chondrogenic 

differentiation medium supplemented with 10 ng/mL TGF-1α was used as a control medium. AF-MSC was cultured in GFs/cytokines 

medium for two weeks under 5% CO2 at 37°C. The GFs/cytokines medium was changed twice a week. The cell morphology, population 

doubling time and proliferation capacity were analyzed through inverted microscope.  Molecular activity was observed through expression 

of chondrogenic related genes using real-time reverse transcription-polymerase chain reaction (real-time RT-PCR). 
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To study action of growth factor combination to chondrogenic differentiation of AF-MSC, GF/cytokine, which achieved chondrogenic 

induction effect in AF-MSC, was selected based on concentration-dependency and combined to perform GFs/cytokines cocktails. AF-MSC 

lines (n=3) were incubated in the cocktail and compared their differentiation effects to control medium, which was supplemented with 10 

ng/mL TGF-1.   

 

2.4 Gene expression analysis  

After two weeks under differentiation medium, cells were extracted based on total RNA using Trizol reagent (Invitrogen, CA) 

according to the manufacturer’s instructions. The total RNA was reverse transcribed into complementary DNA (cDNA) by RevertAid 

First-Strand cDNA Synthesis Kit (Fermentas, EU). Expression of Aggrecan (ACAN), Collagen type I (Col-I), Collagen type II (Col-II), 

Transcription factor SOX9 (SOX9) and Runt-related transcription factor 2 (RunX2) were investigated. Selective primer validations of the 

amplification efficiency of ACAN, Col-I, Col-II, SOX9 and RunX2 genes were provided. The quantitative real-time RT-PCR reaction 

mixtures contained 5 µl of 5 ng cDNA, 10 µl SYBR Green Master Mix (FastStart SYBR Green Master; Roche Diagnosis, Mannheim, 

Germany) and 10 pmol of forward and reverse primers. The primers used in real-time RT-PCR are shown in Table 1. The specificity of the 

real-time RT-PCR product was evaluated by melting curve analysis. The transcript of ACAN, Col-I, Col-II, SOX9 and RunX2 genes was 

quantified by real-time RT-PCR and was reported in comparative threshold cycle (CT). Gene expression performance was calculated using 

the method also known as the 2-CT method by a formula: Performance of gene expression = 2-CT of studied differentiation medium /2-

CT of a control differentiation medium. The quantities of ACAN, Col-I, Col-II, SOX9 and RunX2 were evaluated relative to the quantity of 

a housekeeping gene Beta-actin (ACTB). Analysis of gene expression in AF-MSC lines was performed in triplicate. 

 

Table 1: Primer sequences and annealing temperatures used for real-time RT-PCR analysis 

Genes Primer Sequences (5’  3’) 
Product  

size (bp) 

Annealing 

temperature (˚C) 
Accession NO. 

ACAN 
F: 5’-ACAGCTGGGGACATTAGTGG-3’ 

R: 5’-GTGGAATGCAGAGGTGGTTT-3’ 
189 57 NM_001135.3 

ACTB 
F: 5'-ATGTGGCCGAGGACTTTGATT-3' 
R: 5'-AGTGGGGTGGCTTTTAGGATG-3' 

107 57 NM_001101.3 

Col-1 
F: 5'-AGGACAAGAGGCATGTCTGGTT-3' 

R: 5'-GGACATCAGGCGCAGGAA-3' 
122 57 NM_000088.3 

Col-II 
F: 5'-GGCAATAGCAGGTTCACGTACA-3' 

R: 5'-CGATAACAGTCTTGCCCCACTT-3' 
79 60 NM_001844.4 

SOX9 
F: 5'-CCCAACAGATCGCCTACAG-3' 

R: 5'-TTCTGGTGGTCGGTGTAGTC-3' 
97 57 NM_000346.3 

RunX2 
F: 5'-ATGCTTCATTCGCCTCAC-3' 

R: 5'-ACTGCTTGCAGCCTTAAAT-3' 
156 57 NM_001015051.3 

 

2.5 Statistical analysis 

All results were presented as means ± standard derivation (SD). Data analyses were performed using Student’s t-test. A significant 

difference was evaluated by GraphPad Prism 5 (GraphPad Software, Inc., San Diego, CA). A statistical significance was considered at a 

value of P<0.05.  

3. RESULTS  

3.1 AF-MSC cell lines 

AF-MSC lines used in experiment were verified to authenticate stem cell characteristics before applying them for examinations. AF-

MSC cell lines at passages 10 were used for the experiment. All cell lines exhibited typical characteristics of AF-MSC with a high 

proliferation capacity. They grew rapidly with a low population doubling time (PDT) during in vitro culture. The PDT of AF-MSC with an 

initial density of 4,000 cells/cm2 showed an average at 1.42 ± 0.21 days with a range of 1.23 to 1.75 days. Typical AF-MSC characteristics 

were confirmed by cell morphology, phenotypic cell differentiation (CD) markers and multi-lineage differentiation. AF-MSC showed cell 

morphology in short fibroblastic cell type. The cells exhibited strong positive MSC surface markers, including CD29 (99.4 ± 0.3 %), CD73 

(98.93 ± 1.76 %), CD105 (96.26 ± 5.17 %) and showed no signal of hematopoietic CD34 (0.80 ± 0.94 %) and CD45 (0.55 ± 0.28). For 

multi-lineage differentiation capacities, AF-MSC showed ability to in vitro differentiate into adipogenic-lineage by presenting endogenous 

lipid droplets by Oil Red O staining and osteogenic-lineage by presenting alkaline phosphatase activity. 

 

3.2 Morphologic appearance of AF-MSC cultured under GFs/cytokines medium 

At day four of differentiation, AF-MSC in TGF-β3, bFGF and control medium was found as a fibroblastic cell type, whereas, the cells 

in TGF-α, PDGF-AB, PDGF-BB, RANTES, SDF-1α and IGF-1 medium became short and morphologic changed into epitheloid type 

without forming of cell cluster. Cell clusters were found in a few areas of control medium (10 ng/mL TGF-β1). Increasing of cell amount, 

http://www.ijcrt.org/


www.ijcrt.org                                                                     © 2020 IJCRT | Volume 8, Issue 3 March 2020 | ISSN: 2320-2882 

IJCRT2003166 International Journal of Creative Research Thoughts (IJCRT) www.ijcrt.org 1243 
 

indicating cell proliferation, was observed in cultures supplemented with bFGF, IGF-1, PDGF-AB and PDGF-BB, but not in RANTES, 

using inverted microscope.  

At day seven of chondrogenic differentiation, cells under TGF-β1, TGF-β3 and control medium were found in fibroblastic type. Cells in 

TGF-β3 medium showed as a big size and transformed shape in every concentration. The cell cluster was found in TGF-β1 medium at 

every concentration. TGF-β3 medium at a concentration of 5-10 ng/mL formed many aggregations as macroscopic cells mass. Cells in 

IGF-1, PDGF-AB and PDGF-BB medium presented an epitheloid morphology and formed aggregations as a thicker layer, whereas, cells 

that were stimulated with TGF-α, SDF-1α and RANTES at a concentration of 5-10 ng/mL formed a number of aggregates on a two-

dimensional surface. Many small free areas were found in cultures (Fig.1A). 

At day 14 of chondrogenic differentiation, cells in fibroblastic type under stimulation of 5-10 ng/mL TGF-β1 and TGF-β3 showed 

aggregates with a multilayer allowing a number of large free areas to take place on culture surface, whereas, cells in bFGF medium grew in 

a monolayer and turned into necrotic cell dead because of overpopulation. For cells in epitheloid morphology, the cells under a stimulation 

of TGF-α, SDF-1α and RANTES at a concentration of 5-10 ng/mL formed condensing aggregates and multilayer structure resulting in a 

number of large free areas on culture dishes. The cells became round shaped and the nucleus was condensed. Cell-cell interaction, thin cell 

membrane and performing of cell lining with 3-5 single-cells were observed at every concentration of TGF-α and at a concentration of 5-10 

ng/mL SDF-1α. Formation of compact multilayer structure was found in cultures stimulated with 5-10 ng/mL of TGF-α and RANTES 

(Fig.1B). 

Our work also observed toxic effect of each GFs/cytokines on AF-MSC. The toxicity of each GFs/cytokines medium at various 

concentrations was analyzed via cell morphology, and total cell numbers at day 14 of chondrogenic induction (Fig.1C).  
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Figure 1: Morphologic appearances and total cell numbers of AF-MSC in GFs/cytokines supplemented culture 

Morphologic appearances of AF-MSC, aggregates, multilayer structure as observed at day7 (1A)  and day14 (1B)  of culture under 

GFs/ cytokines medium at appropriate concentrations, control medium and AF-MSC medium ( undiff)  was presented using inverted 

microscope. Amount of cells under GFs/cytokines medium was presented in fold changes (means ± SD) and compared to control medium 

and undifferentiated cells in AF-MSC medium .The observation was done at day 14 of culture (1C). 

 

3.3 GFs/cytokines induces chondrogenic differentiation in AF-MSC  

To explore the role of GFs/cytokines on the chondrogenic differentiation via molecular function, AF-MSC was induced for 

chondrogenic differentiation with eight GFs/cytokines at different concentrations and investigated for the expression of genes relating 

chondrogenesis. The expression level was compared with AF-MSC under GFs/cytokines medium, control medium and AF-MSC medium 

(undifferentiated cell). The comparison study was done by individual cell line. Increasing of Col-II and SOX9 expressions in AF-MSC 

under GFs/cytokines medium as compared to undifferentiated cell indicates chondrogenic differentiation. Our data showed that three AF-

MSC lines presented a consistent pattern of anabolic gene expression. Col-II expression of cells under AF-MSC medium (undiff) and 

control medium showed a comparable level, indicating limitation of chondrogenic differentiation in AF-MSC using standard chondrogenic 

differentiation medium supplemented with 10 ng/mL TGF-β1. High expression of Col-II gene was found in AF-MSC under medium 

supplemented with TGF-α, IGF-1, PDGF-AB and PDGF-BB at a high concentration. AF-MSC was cultured under medium supplemented 

with 5-10 ng/mL TGF-α showed a greater than three to five times Col-II expression than the culture under control medium. AF-MSC under 

medium supplemented with 5-10 ng/mL IGF-1 expressed a greater than four to seven times Col-II expression than control. For ACAN gene, 
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high expression level was observed in AF-MSC cultured under control medium and medium supplemented with a high concentration of 

TGF-α, SDF-1α and a low concentration of RANTES and bFGF. For SOX9 expression, we found TGF-β3 did not stimulate AF-MSC to 

express SOX9, whereas, TGF-α, bFGF and IGF-1 provoked a remarkable increase of SOX9 mRNA in AF-MSC. The result showed that 

SDF-1α, TGF-α, bFGF and IGF-1 at a concentration of 5 ng/mL can stimulate a greater than two to four times SOX9 expression than AF-

MSC in control medium. For Col-I expression, high expression of Col-I gene was found in AF-MSC cultured under TGF-β3 medium. Low 

Col-I expression was observed in AF-MSC under TGF-α and PDGF-BB medium. For RunX2 gene expression, we found that TGF-β, 

bFGF and PDGF retained low expression of RunX2, whereas, TGF-α, IGF-1 and SDF-1α provoked RunX2 expression in AF-MSC.  

Expression levels of ACAN, Col-I, Col-II, SOX9 and RunX2 genes in three AF-MSC cell lines were calculated as means ± SD and 

presented in Fig.2. The average of gene expression level by means ± SD was used for statistical analysis. No statistical significant 

difference of gene expression analysis was found among different GFs/cytokines and various concentrations. 

 

 

Figure 2: Effects of GFs/cytokines to chondrogenic differentiation in AF-MSC 

Relative expression levels (2-Ct )of ACAN, Col-I and -II, RunX2 and SOX9 genes in AF-MSC cultured under GFs/cytokines medium 

for 14 days were presented in means ± SD .Greater expressions of Col-II and SOX9 genes occurred by RANTES and TGF-α stimulation, 

indicating AF-MSC differentiation . Statistical significant difference was not found in AF-MSC under either different GFs/ cytokines 

medium or different concentrations . 
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3.4 GFs/cytokines combination induce in vitro chondrogenic differentiation in AF-MSC  

The GF/cytokine cocktails were created by a combination of many GFs/cytokines at appropriate concentrations. GFs/cytokines 

stimulating Col-II and SOX9 gene expression and declining Col-I expression were used for cocktail preparation, including TGF-α at 

concentrations of 5-10ng/mL, PDGF-BB at a low concentration, RANTES at a concentration of 5ng/mL and IGF-1 at a concentration of 

5ng/mL. The GFs/cytokines were combined and generated three types of GFs/cytokines cocktails. The cocktails were used for 

chondrogenic differentiation of AF-MSC. The GFs/cytokines composition of each cocktail has been demonstrated in Table 2.  

We found that cell amounts of AF-MSC at day 14 under cocktails one and two were higher than in control medium, indicating a low 

toxic effect of cocktails one and two on AF-MSC as compared to control (Fig. 3B). AF-MSC morphology under cocktail one and two were 

found in an epithelial cell type, whereas, AF-MSC incubated under cocktail three and control medium showed as a fibroblastic cell type 

(Fig. 3A). The cocktail one medium promoted expression of ACAN, but not SOX9 gene expression. Cocktail two medium induced 

comparable expression of ACAN, Col-II, SOX9 and RunX2 to control medium, but diminishing expression of Col-I gene. Cocktail three 

medium encountered expression of ACAN, but declining expression of Col-II and SOX9 genes as compared to control medium (10 ng/mL 

TGF- β 1 supplementation) (Fig. 3C).  

 

Table 2: GFs/cytokines combination in chondrogenic induction cocktails 

Cocktails Growth factors / cytokines 

control [10 ng/mL] TGF-β1 

cocktail 1 [10 ng/mL] TGF-α, [1 ng/mL] PDGF-BB, [5 ng/mL] RANTES, [5 ng/mL] IGF-1 

cocktail 2 [5 ng/mL] TGF-α, [1 ng/mL] PDGF-BB   

cocktail 3 [5 ng/mL] TGF-α, [1 ng/mL] PDGF-BB, [5 ng/mL] RANTES, [10 ng/mL] TGF-β3 

 

 

 
Figure 3: Differentiation effects of GFs/cytokines combinations in AF-MSC 

At day14 of culture, AF-MSC cultured under control medium, AF-MSC medium (undiff )and GF/cytokine cocktails were observed 

and analyzed for morphologic appearance  ) 3A(, cell amount as presented in means ± SD  ) 3B( and chondrogenic gene expression using 

quantitative real time PCR as presented in relative expression levels (2-Ct( )3C.( 

 

4. DISCUSSION  

For MSC transplantation in cell therapy, it is better to precondition MSC to activate target gene set and specific molecular functions 

prior to cell implantation. The condition medium to induce MSC to chondrogenic lineage is majorly affected by growth factors. TGF-β1 

has been normally used as growth factor for traditional chondrogenic differentiation medium for MSC. However, a limitation of TGF-β1 

medium was found in chondrogenic differentiation of AF-MSC. To provide chondrogenic precondition medium for AF-MSC, our study 

investigates chondrogenic differentiation effects of eight GFs/cytokines to AF-MSC in monolayer culture via expression of chondrogenic 
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gene set. We also determined toxic effect of GFs/Cytokines on micro-environment of AF-MSC via cell morphology, peeling off of necrotic 

cell during culture and cell amount in long period of culture (14 days). Our work presents that chondrogenic differentiation of AF-MSC is 

more effective to develop via independent-TGF-β1 signal. We are the first report that TGF-, which has been reported to induce catabolic 

activity in articular cartilage, becomes a strategic growth factor to activate genes involving anabolic function and chondrogenic 

differentiation in AF-MSC. A preconditioning of AF-MSC with TGF- stimulated medium can provoke anabolic gene activation with a 

less micro-environmental toxicity on AF-MSC. We also found that GFs/cytokines, including IGF-1, RANTES and SDF-1 have an effect 

in upregulating expression of anabolic genes of chondrocyte; ACAN, Col-II and SOX9. Our results suggest that TGF- is an effective 

preconditioned growth factor for AF-MSC to chondrogenic lineage. 

Transforming growth factor-alpha (TGF-) is a member of the epidermal growth factor (EGF) family. TGF- is not structurally and 

genetically related to TGF-β. Two ligands of TGF- act through EGF receptors and activate a tyrosine kinase signaling pathway to 

function in cell proliferation, differentiation and development. Previous studies revealed that TGF- has an effect of stimulating 

proliferation of chondrocyte and formation of articular chondrocyte cluster, but inhibits chondrogenesis and down-regulates expression of 

ACAN, Col-II, SOX9 while increases MMP13 in articular cartilage [17]. On the contrary, we found that TGF- presented a strong 

chondrogenic differentiation effect by up-regulating anabolic genes, including ACAN, Col-II and SOX9 in AF-MSC. The discrepancy of 

studies about effect of TGF- on anabolic chondrogenic gene expression, as reported in AF-MSC and articular chondrocyte, is still 

informative. However, it has evidences that TGF- has a role in various functions through different signal pathways in different cell types. 

Chen et al., 2012 [18] reported that TGF- is important to maintain pluripotency and self-renewal in human embryonic stem cell (ESC) via 

p44/42 MAPK pathway, but not the PI3K/Akt. They found that knockdown or neutralization of TGF- protein in human ESC culture led 

to increased expression of early differentiation markers and lower attachment rate of human ESC to feeder cells. They also presented that 

TGF- has no proliferative effect in human ESC. Whereas, Heo et al., 2008 [19] revealed that TGF- has a role in increasing the 

proliferation effect and promotes DNA synthesis in mouse ESC through the p44/42 MAPK, PI3K/Akt and Notch/Wnt signaling pathway, 

but no effect in maintaining pluripotency of mouse ESC. In bone marrow MSC, TGF- was found to be an effective inducer for VEGF 

production via MAP kinase (MEK) and PI3K [20]. For chondrocyte, Appleton et al., [17] described that TGF- can alter morphology of 

chondrocyte through reorganization of actin cytoskeleton and provoke stress fibers. For AF-MSC, we found that TGF- has an effect on 

cell proliferation and increases the expression of ACAN, Col-II and SOX9 in chondrogenic differentiation of AF-MSC. With the existence 

of AF-MSC, it might indicate a spatiotemporal fate happening in an intermediate stage of biological development causing the source of 

AF-MSC, which is obtained from fetal route in gestation period and considered as a cell in an intermediate stage. In the developmental 

period, it has been found that a number of spatiotemporal signal pathways depend on microenvironment and a specific niche [21] and 

alteration of epigenomic activities, such as gene imprinting and modification of histones [22]. However, a signal transduction pathway 

respective to TGF- in AF-MSC is of interest.   

 Our data showed expression together with anabolic Col-II and SOX9 genes and a hypertrophic RunX2 gene in AF-MSC cultured under 

TGF-, SDF-1 and IGF-1 medium. RunX2 gene expression and protein is temporal and is spatial expressed through multiple signaling 

pathways. The study of Jonason et al., 2009 [23] exhibited that RunX2 not only acts in hypertrophic chondrocytes, It promotes chondrocyte 

maturation. RunX2 accelerates Col-IIa-1-expressing in differentiating chondrocytes and leads to maturation of chondrocytes that normally 

do not differentiate into hypertrophic chondrocytes. Rich et al., 2008 [24] studied a gene expression profile in an in vitro chondrogenic 

differentiation of human adipose-derived stromal cells using TGF-β3 induction. They found increasing of Sox9 transcription factors, Col-

IIa-1, Col-Xa-1, RunX2 and Osterix mRNA expression in chondrogenic differentiation of human adipose MSC. They presented a 

significant up-regulation in expression of osteogenesis-related transcription factors RunX2 in an in vitro chondrogenesis of human adipose-

derived stromal cells.  

TGF-β1 and TGF-β3 are members of the TGF-β superfamily. TGF-β1 can induce expression of ACAN, Col-II and SOX9 genes in MSC 

derived from various sources as well as AF-MSC, but TGF-β3 is not an effective inducer of chondrogenesis in AF-MSC. Our result is 

consistent to the finding of Kolambkar et al., 2007 [12], who studied differentiation potential of AF-MSC in forms of pellet and alginate 

hydrogel. They cultured AF-MSC for three weeks in TGF-β3 medium and found that induced AF-MSC has lower ACAN and Col-II 

expression than those in TGF-β1 medium. Although, TGF-β3 did not afford chondrogenic differentiation of AF-MSC, evidence confirmed 

that TGF-β3 enhanced MSC chondrogenesis in some MSC sources, such as MSC from umbilical cord tissue [25] and adipose tissue [11]. 

A study on the effect of RANTES to chondrocyte has been reported by Alaaeddine et al., in 2001 [26]. They found that normal 

cartilage could release RANTES at a low level. Elevation of RANTES releasing can be observed in OA cartilage in respond to IL-1β or 

IL18. They found that RANTES recruits inflammatory cells and contributes joint inflammation via inducing the expression of IL-6 and 

iNOS. They also presented that RANTES has a negative effect to GAGs formation in cartilage. Inconsistent with that report, our results 

found that RANTES is another cytokine that yields a great chondrogenic differentiation effect and also increases expression of 

glycosaminoglycan in AF-MSC. It might be an effect of an MSC source in an intermediate route. Study on the effect of IGF-1 and SDF-1α, 

in a previous study by Zhou et al., in 2016 [14] stated the achievement of IGF-1 to chondrogenic differentiation of MSC. They reported 

that MSC derived from adipose tissue could be induced to chondrogenic lineage via signal of IGF-1[14]. Our work consistently showed the 

potential of IGF-1 and SDF-1α to elevate the expression of Col-II and SOX9 genes in AF-MSC.  

In this study, we also induced chondrogenic differentiation in AF-MSC with GFs/cytokines combination, which was provided as 

cocktail medium. The cocktail was enriched by GFs/cytokines, which were effective to chondrogenic differentiation in AF-MSC at 

appropriate doses in our study. We found that using a single GF has a greater stimulating effect to anabolic genes expression than the 

GFs/Cytokines combination. Although, PDGF-BB has not promoted genes involving anabolic function in chondrogenic differentiation, it 
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was added as a composition in GFs/cytokines cocktails by reason of its action to inhibit apoptosis in chondrocyte as revealed by Montaseri 

et al., in 2011[27]. 

In this present work, we found a tiny expression of ACAN in every growth factor supplementation and even in standard chondrogenic 

differentiation medium. However, a positive signal of GAG formation was found by alcian blue staining in every culture. It can be a result 

of low density of cells clusters and aggregations on monolayer culture [28]. The study by Zuliani et al., 2018 [10] presented that AF-MSC 

differentiation with micromass technique in three-dimensional culture has greater effectiveness than AF-MSC differentiation under 

monolayer culture. They found that micromass culture of AF-MSC at day21 showed a significantly higher expression of ACAN, Col-I and 

SOX9 genes than the cells in monolayer culture.  

However, one of the aims of our study was to observe a toxic effect and a micro-environmental stress of GF/cytokine on AF-MSC 

through determination of cell morphology and cell behavior during culture periods. We conducted our work using monolayer culture. 

Moreover, an objective of study directs to preconditioning the AF-MSC in order to activate chondrogenic genes in cell preparation for 

clinical transplantation. 

In our experiment, we found that another concern is unique characters of AF-MSC in each cell lines. In the present study, an AF-MSC 

line was derived from a clonal cell establishment using a “starter cell” isolation method [29]. With this method, each AF-MSC clonal line 

is established from a single MSC cell in amniotic fluid. Cells in amniotic fluid are possible to obtain from various fetal organs, such as fetal 

lung, kidney and amniotic membranes. Cells in amniotic fluid, which originate from a different route, are governed by a difference in 

epigenetic programming [22]. Thus, since AF-MSC can have their own unique characteristics among different clonal cell lines, we found 

that one of four studied cell line has no response to chondrogenic induction with any GFs/cytokines and even with TGF-β1-standard 

differentiation medium, but prefer to achieve induction into neurogenic lineage (unpublished data). Three of four cell lines can be induced 

into chondrogenic lineage, but showed a wide range of standard deviation (SD) of gene expression levels. This finding is evidence to 

support that AF-MSC lines from clonal derivation are able to be characterized and designed for organs or disease-specific treatment 

strategies. For this study, we examined gene expression levels of AF-MSC in different medium and data interpretation of gene expression 

was determined within each cell line, which was used in cultures under GF/cytokine and medium.  

 

CONCLUSIONS 

This present study confirmed that AF-MSC is an effective mesenchymal stem cell source considered for cell-based therapy in cartilage 

regeneration. We suggest that TGF- is an effective GF for preconditioning AF-MSC to activate chondrogenic gene function. 

Preconditioning AF-MSC with TGF- results in motivating ACAN, Col-II, SOX9 and RunX2 genes and retaining a low Col-I expression in 

AF-MSC. 

 

ACKNOWLEDGEMENT 

This work was funded by faculty of Medicine, Siriraj Hospital, Thailand. Authors thanks for Peter. A Mcguin for expert editing in 

manuscript preparation. 

 

CORRESPONDENCE  

Tatsanee Phermthai, PhD, Obstetrics and Gynecology Department, Faculty of Medicine, Siriraj Hospital, Mahidol University, 2 

Prannok Road, Siriraj, Bangkoknoi, Bangkok, 10700, Thailand. E-mail: bsuteevun_1@yahoo.com 

 

ETHICAL STATEMENT 

The study protocol was approved by the Siriraj Institutional Review Board, Mahidol University (IRB No. Si 441/2011).  Informed 

consent was confirmed by the IRB. 

  

REFERENCES 

[1]  Preitschopf, A. Zwickl, H. Li, K. Lubec, G. Joo, G. Rosner, M. Hengstschläger, M. and Mikula, M. 2012. Chondrogenic 

differentiation of amniotic fluid stem cells and their potential for regenerative therapy. Stem Cell Reviews and Reports, 8:1267-1214. 

[2]  Lee, J. Lee, JY. Chae, BC. Jang, J. Lee, E. and Son, Y. 2017. Fully dedifferentiated chondrocytes expanded in specific mesenchymal 

stem cell growth medium with FGF2 obtains mesenchymal stem cell phenotype in vitro but retains chondrocyte phenotype in vivo. 

Cell Transplantation, 26(10):1673-1687. 

[3]  Díaz-Prado, S. Muiños-López, E. Hermida-Gómez, T. Cicione, C. Rendal-Vázquez, ME. Fuentes-Boquete, I. de Toro, FJ. and Blanco, 

FJ. 2011. Human amniotic membrane as an alternative source of stem cells for regenerative medicine. Differentiation, 81(3):162-171. 

[4]  Li, Z. Zhao, W. Liu, W. Zhou, Y. Jia, JQ. and Yang, LF. 2014. Intra-articular injection of sodium hyaluronate versus placenta-derived 

mesenchymal stem cells-differentiated chondrocytes for treatment of knee osteoarthritis. Journal of Clinical Rehabilitative Tissue 

Engineering Research, 18(50):8140-8146. 

[5]  Richardson, SM. Kalamegam, G. Pushparaj, PN. Matta, C. Memic, A. Khademhosseini, A. Mobasheri, R. Poletti, FL. Hoyland, JA. 

and Mobasheri, A. 2016. Mesenchymal stem cells in regenerative medicine: Focus on articular cartilage and intervertebral disc 

regeneration. Methods, 99:69-80. 

[6]  Mata, M. Milian, L. Oliver, M. Zurriaga, J. Sancho-Tello, M. de Llano, JJM. and Carda, C. 2017. In vivo articular cartilage 

regeneration using human dental pulp stem cells cultured in an alginate scaffold: a preliminary study. Stem Cells International, 

2017:8309256. 

http://www.ijcrt.org/


www.ijcrt.org                                                                     © 2020 IJCRT | Volume 8, Issue 3 March 2020 | ISSN: 2320-2882 

IJCRT2003166 International Journal of Creative Research Thoughts (IJCRT) www.ijcrt.org 1249 
 

[7]  Beane, OS. and Darling, EM. 2012. Isolation, characterization, and differentiation of stem cells for cartilage regeneration. Annals of 

Biomedical Engineering, 40(10):2079-2097. 

[8]  Rosner, M. Dolznig, H. Schipany, K. Mikula, M. Brandau, O. and Hengstschläger, M. 2011. Human amniotic fluid stem cells as a 

model for functional studies of genes involved in human genetic diseases or oncogenesis. Oncotarget, 2(9):705-712. 

[9]  Luo, C. Jia, W. Wang, K. Chi, F. Gu, Y. Yan, X. Zou, G. Duan, T. and Zhou, Q. 2014. Human amniotic fluid stem cells suppress 

PBMC proliferation through IDO and IL-10-dependent pathways. Current Stem Cell Research & Therapy, 9(1):36-45. 

[10] Zuliani, CC. Bombini, MF. Andrade, KC. Mamoni, R. Pereira, AH. and Coimbra, IB. 2018. Micromass cultures are effective for 

differentiation of human amniotic fluid stem cells into chondrocytes. Clinics, 73:e268. 

[11] Park, JS. Shim, MS. Shim, SH. Yang, HN. Jeon, SY. Woo, DG. Lee, DR. Yoon, TK. and Park, KH. 2011. Chondrogenic potential of 

stem cells derived from amniotic fluid, adipose tissue, or bone marrow encapsulated in fibrin gels containing TGF-β3. Biomaterials, 

32(32):8139-8149. 

[12] Kolambkar, YM. Peister, A. Soker, S. Atala, A. and Guldberg, RE. 2007. Chondrogenic differentiation of amniotic fluid-derived stem 

cells. Journal of Molecular Histology, 38(5):405-413. 

[13] Endo, K. Fujita, N. Nakagawa, T. and Nishimura, R. 2019. Comparison of the effect of growth factors on chondrogenesis of canine 

mesenchymal stem cells. The Journal of Veterinary Medical Science, 81(8):1211-1218.  

[14] Zhou, Q. Li, B. Zhao, J. Pan, W. Xu, J. and Chen, S. 2016. IGF-I induces adipose derived mesenchymal cell chondrogenic 

differentiation in vitro and enhances chondrogenesis in vivo. In Vitro Cellular & Developmental Biology – Animal, 52(3):356-364. 

[15] Solchaga, LA. Penick, K. Porter, JD. Goldberg, VM. Caplan, AI. and Welter, JF. 2005. FGF-2 enhances the mitotic and chondrogenic 

potentials of human adult bone marrow-derived mesenchymal stem cells. Journal of Cellular Physiology, 203(2):398-409. 

[16] Park, KH. and Na, K. 2008. Effect of growth factors on chondrogenic differentiation of rabbit mesenchymal cells embedded in 

injectable hydrogels. Journal of Bioscience and Bioengineering, 106(1):74-79. 

[17] Appleton, CT. Usmani, SE. Bernier, SM. Aigner, T. and Beier, F. 2007. Transforming growth factor alpha suppression of articular 

chondrocyte phenotype and Sox9 expression in a rat model of osteoarthritis. Arthritis & Rheumatology, 56(11):3693-3705.  

[18] Chen, AC. Lee, YL. Hou, DY. Fong, SW. Peng, Q. Pang, RT. Chiu, PC. Ho, PC. Lee, K. and Yeung, WS. 2012. Study of transforming 

growth factor alpha for the maintenance of human embryonic stem cells. Cell and Tissue Research, 350(2):289-303.  

[19] Heo, JS. Lee, SH. and Han, HJ. 2008. Regulation of DNA synthesis in mouse embryonic stem cells by transforming growth factor-α: 

involvement of the PI3-K/Akt and Notch/Wnt signaling pathways. Growth Factors, 26(2):104-116. 

[20] Wang, Y. Crisostomo, PR. Wang, M. Markel, TA. Novotny, NM. and Meldrum, DR. 2008. TGF-α increases human mesenchymal 

stem cell-secreted VEGF by MEK- and PI3-K- but not JNK- or ERK-dependent mechanisms. American journal of physiology. 

Regulatory, integrative and comparative physiology, 295(4):R1115-R1123. 

[21] Mikheev, A. Nabekura, T. Kaddoumi, A. Bammler, TK. Govindarajan, R. Hebert, MF. and Unadkat, JD. 2008. Profiling gene 

expression in human placentae of different gestational ages: an OPRU* Network and UW SCOR Study. Reproductive Sciences, 

15(9):866-877. 

[22] Yan, L. Guo, H. Hu, B. Li, R. Yong, J. Zhao, Y. Zhi, X. Fan, X. Guo, F. Wang, X. Wang, W. Wei, Y. Wang, Y. Wen, L. Qiao, J. and 

Tang, F. 2016. Epigenomic landscape of human fetal brain, heart, and liver. Journal of Biological Chemistry, 291(9):4386-4398. 

[23] Jonason, JH. Xiao, G. Zhang, M. Xing, L. and Chen, D. 2009. Post-translational regulation of Runx2 in bone and cartilage. Journal of 

Dental Research, 88(8):693–703. 

[24] Rich, JT. Rosová, I. Nolta, JA. Myckatyn, TM. Sandell, LJ. and McAlinden, A. 2008. Upregulation of Runx2 and Osterix during in 

vitro chondrogenesis of human adipose-derived stromal cells. Biochemical and Biophysical Research Communications, 372(1):230-

235. 

[25] Subramanian, A. Fong, CY. Biswas, A. and Bongso, A. 2015. Comparative characterization of cells from the various compartments of 

the human umbilical cord shows that the Wharton's jelly compartment provides the best source of clinically utilizable mesenchymal 

stem cells. PLoS One, 10(6):e0127992.  

[26] Alaaeddine, N. Olee, T. Hashimoto, S. Creighton-Achermann, L. and Lotz, M. 2001. Production of the chemokine RANTES by 

articular chondrocytes and role in cartilage degradation. Arthritis & Rheumatology, 44(7):1633-1643. 

[27] Montaseri, A. Busch, F. Mobasheri, A. Buhrmann, C. Aldinger, C. Rad, JS. and Shakibaei, M. 2011. IGF-1 and PDGF-bb suppress IL-

1β-induced cartilage degradation through down-regulation of NF-κB signaling: involvement of Src/PI-3K/AKT pathway. PLoS One, 

6(12):e28663.  

[28] Stewart, MC. Saunders, KM. Burton-Wurster, N. and Macleod, JN. 2000. Phenotypic stability of articular chondrocytes in vitro: the 

effects of culture models, bone morphogenetic protein 2, and serum supplementation. Journal of Bone and Mineral Research, 

15(1):166-174. 

[29] Phermthai, T. Odglun, Y. Julavijitphong, S. Titapant, V. Chenwattana, P. Vantanasiri, C. and Pattanapanyasat, K. 2010. A novel 

method to derive amniotic fluid stem cells for therapeutic purposes. BMC Cell Biology, 11:79. 

 

 

 

 

 

http://www.ijcrt.org/

